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PART 1: Review Comments

Reviewer’s comment

Author’s comment (if agreed with reviewer, correct the manuscript and
highlight that part in the manuscript. It is mandatory that authors should write
his/her feedback here)

Compulsory REVISION comments

The resistance exhibited by the organism (E. Coli), what is acquired or it developed
an internal mechanism to evade the drugs?

| suggest plasmid profiling to sufficiently know the basis of resistance,
chromosomal borne or?

This can only be ascertained by molecular studies which is not within the
scope of this study but will be done in future studies.

Plasmid profiling is a good suggestion, its another aspect of the work that will
be carried on the isolate resistant to several antibiotics. We intend in our
future studies to cure the resistant isolates and to determine the genes
responsible for such high level of resistance.

Minor REVISION comments

Optional/General comments

PART 2:

Reviewer’s comment

Author’s comment (if agreed with reviewer, correct the manuscript and highlight
that part in the manuscript. It is mandatory that authors should write his/her
feedback here)

Are there ethical issues in this manuscript?

(If yes, Kindly please write down the ethical issues here in details)
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