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Reviewer’s comment

Author’s comment (if agreed with reviewer, correct the manuscript and
highlight that part in the manuscript. It is mandatory that authors should write
his/her feedback here)

Compulsory REVISION comments

This paper has sufficient scientific interest and originality in its technical content to merit
publication in Asian Journal of Biochemistry, Genetics and Molecular Biology. The MS
deals the relationship between FOLH1 and DISC1 genes polymorphisms in RS61886494
and RS12133766 regions among schizophrenic patients in Iran.

Minor REVISION comments

Please check the highlighted sentences in the revised MS and make the final MS
accordingly.
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